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VARIANT OF HUI1AN ALDOSE REDUCT ASE-LIKE GENE 



<EED> 
<ES1> 
<EEE> 



CDS 
(70) 



(333) 



<MOO> 1 

caaaaacagc aacagaaagc aggacgtgag acttctacct gctcactcag aatcatttct L>0 

gcaccaacc atg gcc acg ttt gtg gag etc agt acc aaa gec aag atg ccc 111 
Met Ala Thr Phe Val Glu Leu Ser Thr Lys Ala Lys Met Pro 
IS ID 

att gtg ggc ctg ggc act tgg aag tct cct etc ggc aaa gtg aaa gaa 1ST 
lie Val Gly Leu Gly Thr Trp Lys Ser Pro Leu Gly Lys Val Lys Glu 
IS " ED 25 3D 

gca gtg aag gtg gcc att gat gca gga tat egg cac att gac tgt gcc 207 
Ala Val Lys Val Ala He Asp Ala Gly Tyr Arg His He Asp Cys Ala 
35 MD MS 

tat gtc tat cag aat gaa cat gaa gtg ggg gaa gcc ate caa gag aag E5S 
Tyr Val Tyr Gin Asn Glu His Glu Val Gly Glu Ala He Gin Glu Lys 
SD 55 fc,0 

ate caa gag aag get gtg aag egg gag gac ctg ttc ate gtc age aag 303 
He Gin Glu Lys Ala Val Lys Arg Glu Asp Leu Phe He Val Ser Lys 
bS 7D 75 

ttg tgg ccc act tec aga teg aga age tct tgaacaaacc tggactgaaa 353 
Leu Trp Pro Thr Ser Arg Ser Arg Ser Ser 
AD A5 

tataaaccag tgactaaeca ggttgagtgt caeceatace tcaegcagga gaaaetgatc M13 

cagtactgcc actecaaggg catcaccgtt acggcctaca gccccctggg ctetceggat M73 

agacettggg ccaagceaga agacccttec ctgetggagg atcccaagat taaggagatt 533 
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get gcaaagc 


acaaaaaaac 


cgcagcccag 


gttctgatcc 




ccagaggaat 


jT J 


gtgat tg tea 


t ccccaag t c 


tg t gacacca 


geaegeat t g 


cigagaacac 


tcaggic tut 


□ 3J 


gact ttaaat 


t gag tga t ga 


ggagat ggca 


aeea tac tea 


gcttcaaeag 


aaae t g g agg 


r Ji J 


gcctgtaacg 


tgt tgeaate 


etc tea t t tg 


gaagaeta tc 


cc t tegatge 


agaa tat tga 


f f J 


ggttgaatct 


cctggtgaga 


t tataeagga 


ga t tctc 1 1 1 


c t tege t gaa 


g tg t gac tac 


A "3 
□ 3 J 


ctccactcat 


gtcccatttt 


agecaagett 


atttaagatc 


acagtgaact 


tagtcctgtt 


flT3 


atagacgaga 


atcgaggtgc 


tgttttagac 


atttatttct 


gtatgttcaa 


ctaggatcag 


TS3 


aatatcacag 


aaaagcatgg 


cttgaataag 


gaaatgaeaa 


ttttttccac 


ttatc tgatc 


1013 


agaacaaatg 


tttattaagc 


atcagaaact 


c tgccaacac 


tgaggatgta 


aagateaata 


1073 


aaaaaaataa 


taatcat 










1010 



<sio> a 

<211> flfi 
<£12> PRT 

<£13> ARTIFICIAL SEQUENCE 
<££0> 

<223> PEPTIDE ENCODED BY VARIANT OF HUMAN ALDOSE REDUCTASE-LIKE GENE 
<M00> S 

Met Ala Thr Phe Val Glu Leu Ser Thr Lys Ala Lys Met Pro He Val 
IS ID IS 

Gly Leu Gly Thr Trp Lys Ser Pro Leu Gly Lys Val Lys Glu Ala Val 
EO 2S 3D 

Lys Val Ala He Asp Ala Gly Tyr Arg His He Asp Cys Ala Tyr Val 
3S MO MS 

Tyr Gin Asn Glu His Glu Val Gly Glu Ala He Gin Glu Lys He Gin 
SO ss to 

Glu Lys Ala Val Lys Arg Glu Asp Leu Phe He Val Ser Lys Leu Trp 
bS 70 75 AO 

Pro Thr Ser Arg Ser Arg Ser Ser 
AS 

<210> 3 
<211> 1271 
<E1E> DNA 

<E13> ARTIFICIAL SEQUENCE 
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<220> 

<223> VARIANT OF HUMAN ALDOSE REDUCTASE-LIKE GENE 
<220> 

<221> CPS 

<222> (70 ) • - (ADM ) 

<MQO> 3 

caaaaacagc aacagaaagc aggacgtgag acttctacct gctcactcag aatcatttct bO 

gcaccaacc atg gcc acg ttt gtg gag etc agt acc aaa gec aag atg ccc 111 
Met Ala Thr Phe Val Glu Leu Ser Thr Lys Ala Lys Met Pro 
1 S 10 

att gtg ggc ctg ggc act tgg aag tct cct etc ggc aaa gtg aaa gaa 15T 

lie Val Gly Leu Gly Thr Trp Lys Ser Pro Leu Gly Lys Val Lys Glu 
IS 2D 2S 3D 

gca gtg aag gtg gcc att gat gca gga, tat egg cac att gac tgt gcc 207 

Ala Val Lys Val Ala He Asp Ala Gly Tyr Arg His He Asp Cys Ala 
35 MO MS 

tat gtc tat cag aat gaa cat gaa gtg ggg gaa gcc ate caa gag aag 2SS 

Tyr Val Tyr Gin Asn Glu His Glu Val Gly Glu Ala He Gin Glu Lys 

SO SS bO 

ate caa gag aag get gtg aag egg gag gac ctg ttc ate gtc age aag 303 

He Gin Glu Lys Ala Val Lys Arg Glu Asp Leu Phe He Val Ser Lys 
b5 70 75 

\ 

ttg tgg ccc act ttc ttt gag aga ccc ctt gtg agg aaa gcc ttt gag 351 

Leu Trp Pro Thr Phe Phe Glu Arg Pro Leu Val Arg Lys Ala Phe Glu 
AO AS TO 

aag acc etc aag gac ctg aag ctg age tat ctg gac gtc tat ctt att 3^ 

Lys Thr Leu Lys Asp Leu Lys Leu Ser Tyr Leu Asp Val Tyr Leu He 
T5 100 105 110 

cac tgg cca cag gga ttc aag tct ggg gat gac ctt ttc ccc aaa gat MM7 

His Trp Pro Gin Gly Phe Lys Ser Gly Asp Asp Leu Phe Pro Lys Asp 
IIS 120 125 

gat aaa ggt aat gcc ate ggt gga aaa gca acg ttc ttg gat gcc tgg MT5 

Asp Lys Gly Asn Ala He Gly Gly Lys Ala Thr Phe Leu Asp Ala Trp 

130 135 ma 

gag gcc atg gag gag ctg gtg gat gag ggg ctg gtg aaa gcc ctt ggg 5M3 

Glu Ala Met Glu Glu Leu Val Asp Glu Gly Leu Val Lys Ala Leu Gly 
IMS ISO 155 

gtc tec aat ttc age cac ttc cag ate gag aag etc ttg aac aaa cct 5T1 

Val Ser Asn Phe Ser His Phe Gin He Glu Lys Leu Leu Asn Lys Pro 
IbO IbS 170 

gga ctg aaa tat aaa cca gtg act aac cag gtt gag tgt cac cca tac b3T 

Gly Leu Lys Tyr Lys Pro Val Thr Asn Gin Val Glu Cys His Pro Tyr 
175 lflO 165 1^0 
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etc acg cag gag aaa ctg ate cag tac tgc cac tec aag ggc ate acc bo7 

Leu Thr Gin Glu Lys Leu lie Gin Tyr Cys His Ser Lys Gly lie Thr 

nS 200 EOS 

gtt acg gec tac age ccc ctg ggc tct ccg gat aga cct tgg gee aag 735 

Val Thr Ala Tyr Ser Pro Leu Gly Ser Pro Asp Arg Pro Trp Ala Lys 

BIO SIS EEO 

cca gaa gac cct tec ctg ctg gag gat ccc aag att aag gag att get ?&3 

Pro Glu Asp Pro Ser Leu Leu Glu Asp Pro Lys lie Lys Glu lie Ala 

ESS E30 E3S 



gca aag cac 
Ala Lys His 
SMO 


: tec cca agt ctg tgacaccagc acgcattgtt gagaacattc 
; Ser Pro Ser Leu 
EMS 


A3M 


aggtctttga 


ctttaaattg 


agtgatgagg 


agatggcaac 


catactcagc 


t tcaacagaa 


fiiM 


actggagggc 


ctgtaacgtg 


ttgeaatec t 


ctcatttgga 


agactatccc 


ttcgatgcag 


TSM 


aatattgagg 


ttgaatctcc 


tggtgagatt 


atacaggaga 


t.tctctttct 


tegctgaagt 


101M 


gtgactacct 


ccactcatgt 


cccattttag 


ccaagcttat 


ttaagatcac 


ag tgaactta 


107M 


gtcctgttat 


agacgagaat 


cgaggtgctg 


ttttagacat 


ttatttctgt 


atgttcaact 


113M 


aggatcagaa 


tatcacagaa 


aagcatggct 


tgaataagga 


aatgacaatt 


ttttccactt 


11TM 


atctgatcag 


aacaaatgtt 


tattaagcat 


cagaaactct 


gccaacactg 


aggatgtaaa 


1E5M 


gatcaataaa 


aaaaataata 


atcat 








1E7^ 



<E10> M 

<E11> EM5 

<E1B> PRT 

<E13> ARTIFICIAL SEQUENCE 
<ES0> 

<EE3> PEPTIDE ENCODED BY VARIANT OF HUMAN ALDOSE REDUCT ASE-LIKE GENE 

<M00> M 

Met Ala Thr Phe Val Glu Leu Ser Thr Lys Ala Lys Met Pro He Val 
1 S 10 .15 

Gly Leu Gly Thr Trp Lys Ser Pro Leu Gly Lys Val Lys Glu Ala Val 
SO ES 30 

Lys Val Ala He Asp Ala Gly Tyr Arg His lie Asp Cys Ala Tyr Val 
3S MO MS 

Tyr Gin Asn Glu His Glu Val Gly Glu Ala He Gin Glu Lys He Gin 
SO SS bO 

Glu Lys Ala Val Lys Arg Glu Asp Leu Phe He Val Ser Lys Leu Trp 
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bS 



70 



7S 



60 



Pro Thr Phe Phe Glu Arg Pro Leu Val Arg Lys Ala Phe Glu Lys Thr 
AS TO T5 

Leu Lys Asp Leu Lys Leu Ser Tyr Leu Asp Val Tyr Leu lie His Trp 
100 IDS 110 

Pro Gin Gly Phe Lys Ser Gly Asp Asp Leu Phe Pro Lys Asp Asp Lys 
115 120 125 

Gly Asn Ala lie Gly Gly Lys Ala Thr Phe Leu Asp Ala Trp Glu Ala 
13D 135 1M0 

Met Glu Glu Leu Val Asp Glu Gly Leu Val Lys Ala Leu Gly Val Ser 
IMS ISO 155 IbO 

Asn Phe Ser His Phe Gin lie Glu Lys Leu Leu Asn Lys Pro Gly Leu 
IbS 17D 175 

Lys Tyr Lys Pro Val Thr Asn Gin Val Glu Cys His Pro Tyr Leu Thr 

iao las no 

Gin Glu Lys Leu lie Gin Tyr Cys His Ser Lys Gly lie Thr Val Thr 
ITS EDO 205 

Ala Tyr Ser Pro Leu Gly Ser Pro Asp Arg Pro Trp Ala Lys Pro Glu 
210 215 220 

Asp Pro Ser Leu Leu Glu Asp Pro Lys lie Lys Glu lie Ala Ala Lys 
225 230 235 2M0 



His Ser Pro Ser Leu 
2M5 
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